
Supplemental Table 1.  Strains and plasmids used in this study. 

B. subtilis 
PY79  laboratory strain used as a host for transformation    
3610  undomesticated wild strain capable of forming robust biofilms  (1) 
CY819  ∆ywbHG in 3610, MlsR       this work 
CY881  ∆ysbAB in 3610, SpcR       this work 
CY882  ∆yxaC in 3610, KanR       this work 
CY886  ∆ywbHG, ΔysbAB, ∆yxaC in 3610, MlsR, KanR, SpcR   this work 
CY1250 amyE::Phyperspank-ywbHG in 3610, SpcR     this work 
FY250  amyE::PyxaKC-lacZ in 3610, CmR      this work  
FY251  amyE::PysbAB-lacZ in 3610, CmR      this work  

FY255  ∆ackA::mls and amyE::ackA in 3610, MlsR , CmR    this work 
FY256  ∆pta::mls and amyE::pta in 3610, MlsR , CmR    this work 
KG2  amyE::PepsA-lacZ, ∆ywcBA in 3610, KanR ,CmR    this work 
YC110  amyE::PepsA-lacZ in 3610, CmR      (2) 
YC121  amyE::PtapA-lacZ in 3610, SpcR      (3)  

YC259  amyE::PywbH-lacZ in 3610, CmR      this work  
YC535  ∆ywcBA in 3610, KanR       this work 
YC566  amyE::PtapA-lacZ, ∆ywcBA in 3610, KanR ,SpcR    this work 
YC1218 ∆acsA::mls in 3610, MlsR      this work 
YC1220 ∆ackA::mls in 3610, MlsR      this work 
YC1230 ∆pta::mls in 3610, MlsR       this work 
 
 
Other strains 
HG003  a clinical isolate of Staphylococcus aureus that forms robust biofilms (4) 
 
Plasmid 
pYC161 amyE::PywbHG-lacZ fusion in pDG268, CmR    this work 
pFY50  amyE::PyxaKC-lacZ fusion in pDG268, CmR    this work 
pFY51  amyE::PysbAB-lacZ fusion in pDG268, CmR    this work 
 
 
  



Supplemental Table 2. Oligonucleotides used in this study. 
 
ywcBA-P1 5’-acaccggatcaatctttagcgg-3’ 
ywcBA-P2     5’-caattcgccctatagtgagtcgt atcagctttgtacatggctt-3’ 
ywcBA-P3      5’-ccagcttttgttccctttagtgag tccatatggaacaggaataa-3’ 
ywcBA-P4 5’-caatcggttctgctttatacgc-3’ 
ywbHG-P1  5’-gtcccataaatacgatttcgtatg-3’ 
ywbHG-P2    5’-caattcgccctatagtgagtcgt catattgatgcctcccttat-3’ 
ywbHG-P3  5’-ccagcttttgttccctttagtgag tattgaaaagctggcgaatt-3’ 
ywbHG-P4  5’-aaccgatggccactccctgaagaa-3’ 
ysbAB-P1 5’-gctttataacctaaatcagcgg-3’ 
ysbAB-P2  5’-caattcgccctatagtgagtcgt agcactcattttcttcacctc-3’ 
ysbAB-P3  5’-ccagcttttgttccctttagtgag ggaggataagccaaggctgaa-3’ 
ysbAB-P4 5’-ctattctacacaataccggatc-3’ 
yxaC-P1 5’-ggccaaagccatcgccatgctg -3’ 
yxaC-P2  5’-caattcgccctatagtgagtcgt gactttcacatcaagtgctgc-3’ 
yxaC-P3  5’-ccagcttttgttccctttagtgag atttaacaaagaaagactgcc-3’ 
yxaC-P4 5’-cgaccaagcgattgcgtatgcgg-3’ 
ywbI-P1  5’-gttatcaatgcggaaataacggatg-3’ 
ywbI-P2  5’-caattcgccctatagtgagtcgt catgcgcttcaccctttcta-3’ 
ywbI-P3  5’-ccagcttttgttccctttagtgag ggatgatgcaaatatggatg-3’ 
ywbI-P4 5’-ccgagcctctcctgtcagcgcatc-3’ 
PywbH-F1      5’-gtacgaattcctatagacaaaaggaatacttc-3’ 
PywbH-R1      5’-gtacggatcctatatgaagaagggctgtcacc-3’ 
ackA-F1:  5’-gtacggatccgcttttgaagaccggacttg-3’    
ackA-R1:  5’-gtacggatccgatttattttgctaaacgaa-3’    
pta-F1:  5’-gtacggatccgcttcattcgtcatttgct-3’    
pta-R1:  5’-gtacggatccttattacagtgcttgcgccg-3’   
sda-F:  5’-ttaattgggttcctagcatgaga-3’ 
sda-R:  5’-atacggaaataatatgtccgag-3’ 
sinR-F: 5’-ggccagcgtattaaacaataccg-3’ 
sinR-R: 5’-cccattcactatctaattgacca-3’ 
codY-F: 5’-tccatgctgcaagctgcggcagg-3’ 
codY-R: 5’-atattcttcagggaattgacgat-3’ 
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